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e.g. in this case “Fndc3a”
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The IKMC MartSearch project integrates data from numerous Biomarts to facilitate both Fndc3a (_Search )
simple and expert searches. Use the search bar to the right to perform simple searches of Enter gene/product identifiers (e.g. Chx1 or EPD0O027_2_AD1) or any other

our data. search term described in the help section.

Viewing IKMC Data in Ensembl
Most of the products/data found within this portal can also be viewed as DAS tracks in the Ensembl genome browser. Follow these links to have the tracks automatically activated for you:

C!IKMC alleles in Ensembl Mouse e!IKMC alleles on orthologous genes in Ensembl Human

Federated Searches
The links below take you to the standard MartView interface for several examples of federated queries:

1. Find all IKMC targeted ES cells for genes encoding transcription factors on Chromosome 1. (This query joins IKMC Projects/Alleles to Ensembl).
2. Find all IKMC mice available from the EMMA Repository with information on the vector used to make the mutation. (This query joins IKMC Targeting Repository to Mouse Production
data)

3. Find all IKMC targeted ES cells for genes expressed in heart. (This query joins IKMC Projects/Alleles to EurExpress)

The Biomarts

This portal integrates information on IKMC mouse knockout resources with numerous other relevant datasets, including Ensembl, Europhenome, EurExpress and EMMA. For more information
about this portal and the way in which it unites and searches the data, please see the about page.
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Information for Developers

All the code and data that we produce is open-source and free to use. The following links will guide you to our source-code and documentation on how you can interact with the services we
provide.

o All the code used to create this portal
e The ruby APl used to interact with the Biomarts
e Using our search engine in your application



The results page

800 Search Results for 'Fndc3a’ - IKMC MartSearch

IKMC MartSearch A-A A+

WOWSE HELP  ABOUT I I search I

Search Results for 'Fndc3a’

@ Explain These Search Results

-Fndc3a ez |  [roce] I I |

» Gene Details

Marker Name(s): fibronectin type Ill domain containing 3A "
= view this gene in MGI + +
73000k 73100k
Marker Type: protein coding gene HGI Representative Transcripts

OTTMUST00000088038_MGI :1196463_Fndc3a
Synonyms: 1700094E19Rik, D14Ertd453e, F730017H24Rik, Fndc3, sys

lugﬂgmooooosaoas_nm :4414969_Gn16549
Location: Chr14:72937753-73109810(-) AK038100

Related Human Conditions (from OMIM) - no related Human Condition

» More Information

Data provided by Mouse Genome Informatics (MGI), Ensembl b view original data

Click here to view the ~In this case, both targeting
details about the vectors (DNA) and ES cells with
mutant alleles -~ atargeted mutation are
generated ~available for purchase

b view original data

+IKMC Vectors and ES (

Vectors ES Cells
e 48 [ orde
order order b view details
(Projec': b a __ - I
Data provided by The International Knockout Mouse Consortium (IKMC) b view original data

» IKMC Trapped Products

@ Please note that the data supplied within this dataset is currently incomplete. This view is supplied for evaluation purpose only.

w
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z z z z z
= > 2 2 2
TIGM 3 C 7 1 12 traps
EUCOMM 1 1 2 traps
NorCOMM C C ) 0 traps
ltrap | 3traps | 1trap | 8 traps | 1 trap
Data provided by UniTrap b view original data

+ Other Mutants/Resources

International Mouse Strain Resource {IMSR): 24 strains/ES cell lines
International Gene Trap Consortium (IGTC): 28 gene traps
Targeted mutations in MGI: 2 mutants

Other mutations in MGI: 27 mutants

Data provided by Mouse Genome Informatics (MGl b view original data




The Project Report page — more details of the mutant alleles
®no IKMC Project: 44611 - IKMC MartSearch
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IKMC Project Report - EUCOMM (ID: 44611)

Fndc3a MGI:1196463 ENSMUSG00000033487 OTTMUSG00000034682

Pre-pipeline Designs Vectors ES Cells Mice

Currently, two types of targeted alleles are available. Both alleles are “mutant first”; i.e. the
presence of the [splice acceptor - IRES- lacZ - poly A] cassette may result in a fruncated,
non-functional protein product. The locus can be reverted to a nearly wildtype sequence by
+ expression of Flp recombinase, which will excise sequences between the Frt sites. In the
. case of the “conditional potential” allele, this will leave one or more exons of the gene
“  flanked by two loxP sites (“floxed”). Expression of cre recombinase should cause deletion of
the (in this example) two floxed exons. The location of the loxP sites is designed to generate
a frame-shift mutation that should result in degradation of any remaining mRNA via
nonsense-mediated decay (NMD) systems.

b st

- ES Cell Clones With Conditional Potential
5'arm 3'arm
(5742 bp) (5062 bp)
| — r 1
loxP FRT loxP loxP
l I I En2 SA - lacZ hBactP | neo [1) H
Promoter-Driven Cassette ENSMUSE00000258558
(L1L2_Bact_P) ENSMUSE00000258551
€/ Ensembl (mouse) || €/ Ensembl (human) ||BJuCsC (mouse) |[BUCSC (human) || & Southern Blot Tool
ES Cell Clone Targeting Vector | Allele Allele Type Floxed Exons Parental ES | Genbank | Mouse | QC Data
Cell Line File
f order | | HEPD0602_3_D12 | PG00187_Z_3_F06 | Fndc3atm1aEUCOMMHMGU | Knockout-First - Reporter ENSMUSE JMBA3.N1 Dview | no » view
Tagged Insertion (Promotor ENSMUSE ( ®about)
Driven Cassette)
» show/hide more ES cells

Click here to view the
Genbank formatted entry

- ES Cell Clones Without Conditional Potential

@) wstm  for this predicted mutation
| — I 1 |
FRT loxP FRT loxP
B o R - 0—O00H
Promoter-Driven Cassette ENSMUSE00000258558
(L1L2_Bact_P) ENSMUSE00000258551

Note: Mutations of type “Without Conditional Potential" are correctly targeted clones that have lost the 3' LoxP site. These mutations cannot be converted into conditional alleles.

€/ Ensembl (mouse) || @€/ Ensembl (human) ||BJUCSC (mouse) | [BJUCSC (human) || & Southern Blot Tool

ES Cell Clone Targeting Vector = Allele Allele Type Floxed Exons Parental ES Genbank = Mouse QC Data

Cell Line File
f order | | HEPD0602_3_B11 | PGO0187_Z_3_FO6 | Fndc3atm1e(EUCOMMHmMgu | Targeted Non-Conditional JMBA3.N1 & view no b view
(Promotor Driven Cassette) ( & about )
» show/hide more ES cells |
- Targeting Vectors l
v
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(5742 bp) (5062 bp)
T 1
Asis| FRT loxP - FRT loxP loxP

Promoter-Driven Cassette ENSMUSE00000258558
(L1L2_Bact_P) ENSMUSE00000258551
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DTA Containing Plasmid Backbone
(L3La ngn DTA_spec)




Details of the predicted mutant allele in GenBank format
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Locus allele_193256_ENSMLU 258558
ACCESSION unknown

DBSOURCE accession design_id=193256
COMMENT cassette : L1L2_ Bact_P

COMMENT design_id : 193256
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258551_L1L2_Bact_P 38157 bp  dna linear UNK

The information is in GenBank
format. Before we can view and
annotate this data using
Lasergene’s “SeqBuilder”
application, we need to reformat
the information




Copy and paste the information from your browser into a

suitable text editor application — e.g. MS-Word

Mozilla Firefox

LOCUS allele 193256 _] 8 8
ACCESSION unknown
DBSOURCE accession design_id=193256
COMMENT cassette : L1L2_Bact P
COMMENT design_id : 193256
FEATURES Location/Qualifiers
primer_bind complement (9309..9358)
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First, “select-all”, then “copy”
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Copy and paste the information from your browser into a

- s—_) (3)
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suitable text editor application — e.g. MS-Word
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Copy and paste the information from your browser into a
suitable text editor application — e.g. MS-Word
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To enable the Lasergene suite’s “EditSeq” application to import
your data, save the GenBank-formatted information as a text (.txt)
file

Edit View Insert Format

Project Gallery...

New Blank Document
Open...

Open Recent

Open from Document Connection...

Close
Save
Save As...

Save as Web Page...

Web Page Preview

E----accession-dgsign, id=1932567
Page Setup... ..... cassette L1L2 Bact PY
Print Preview ~design,_id. 1932567
ES-- ~Location/Qualifiers T

Print... Lw'ml;~~~complemem(9309..9358)17
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Send To

-/note="G35"T
bind:-+-15002..150517

-------- -/label=U5T
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To enable the Lasergene suite’s “EditSeq” application to import
your data, save the GenBank-formatted information as a text
(-txt) file

Save As: | Fndc3a_cKO.txt (4
Q
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To enable the Lasergene suite’s “EditSeq” application to import
your data, save the GenBank-formatted information as a text
(-txt) file

®00 . Document12
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| Document Elements | Quick Tables | Charts | SmartArt Graphics | WordArt |
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ACCESSION
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---complement(9309..9358) 7
--/label=G5T

ftype="G5"T
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Warning: Saving as a text file will cause all formatting, pictures, and objects in your file to be lost.

Text encoding:

® Mac 0S (Default) () MS-DOS () Other encoding: | Unicode 5.1 &
Unicode 5.1 (Little-Endian)
Options: Unicode 5.1 UTF-8
. Western (ASCIIl)
() Insert line breaks Western (Mac OS Roman)
End lines with: Western (Windows Latin 1) v

) Allow character substitution

Preview:

LOCU: licle_193256_ENSM! _LIL2 Bact P 38157 -bp -dna - dinear- -UNK = H
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Next, import your saved “.txt” file into Lasergene suite’s

“EditSeq” application

You've launched and are in “EditSeq”

® EditSeq File Edit Search Speech Features Goodies NetSearch Window Help BNEYO RS
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The GenBank formatted information viewed following import
into Lasergene suite’s “EditSeq” application

@ EditSeq File Edit Search Speech Features Goodies Net Search Window Help & OMC - ™M DH 4 Wedl
A O [1 3b cKO.sea : SEQUENCE

1000 Fndc3a_cKO-1.seq : SEQUENCE
g3 D ] Position: 1 38.157kb
VTS APV UUTTOON: AU VOS: PUUTTONE: AU UOTVU: AT AT UUTION OO L OUTTONE L AR 5
’gbtuttttuugutctuctttugutuucuttcttuttgtntugcuuguuctuttttgttgtttugtgctgutttngtccctuatgtgttgugtuuutttttttcutggttuctctcugtcttttgugucctu 130 O
g 0tagtacatacatgtttttactagattttatttgaogagaattgcttatttccttcagcagagacttgtaacctgatgttcattttataggttatcgaagacaatggtgttcggagagtegttgtggttc 260
¢ cgcaatcaccagaatttcatcctggtggecacacagttatccaccgetecccacatectectetgeotggtttecattectgteccaaccatgatgeccectecaccacgecatatgtacteaccagtgac 390
+ tggagctggcgacatggcaacgeagtatatgccgeagtateagtettecacaagtatatgcagatgtaggtangacatctcaoacatecectgecttgttttggecatecetgacatggacataacagaage 520
¢ tcagttcgtgtcatagaoogganactacacatggtaatgatagcacagtgtgtttctgttacccaagtattatttaggoactttgtcttcatgatgcaataggtetccagcaoacagataagtanacaga 650
nnntconnntntgatttacatcaogacagaatagcaggatcatgttagacaacaggtettttctaoggatatttttanacctttagettttgttonactttonaggetatgatgctactacagaaagttce 780
jaattgagoagcccaaagttgtcttcagttattonattgctgooaagacaagactgatgcatgcatgcacatacacaactcaataatctttataatctttttotttgetatggettt 910
Your daiq has tacttgtaggtcacgttttatatcttctatgaocaatctccttttoctgatactgecttectgttctactgccagagcatattatagcagecttcattgaaatacaaactgtgtagea 1040
Itaagtaaaactgtgcacagctacacttgacagtgttctgaagganagtgaaggccataagegeactgaccagetcaggacggtggaagectecactttcaaggetctcagtttggga 1170
been impor-l-ed :ctgagggtctgccagtgotggttttotagtcagtaacatgtttggatcctcagaatgggaccagtganatgtttcattgttagcatactgttatggagaccagatttcactgtaca 1300
,wiacattcccangatacagoagaaggagetggggtccagaaagattgtccctgonaggtecatagtagttagetgttgtggttttanttocteteccggtgeacte 1430
ini.o Ed“se .cttctccotggatantcttattttatcatgoatagetooaatgtonatgcacatgtgtgaccanactacagtttonoaaggggtactaagtatagttcctttatctgaag 1560
q Jgattattttacatgtacactoatacacaagatatcttaggaatgggatgtoaggaattgtaacatatacataccctgatgataattttcatatoatatttaataattttgcatcac 1690
= — _Jcgttttgtatttgtgttttatgagtactcgangttccagacttgggggeatttcgggtttcagattcttagatgagggagtetgtagttctaagtgaccetttctgccatcatagag 1820
g dcoacccttcagoctgtcoagtagtotgtectgatttottttgeccottccctotcagotgotttotgtototgtgtttttgoctgttcoctgacttttcactgacatgcatagagcaatgtatgtgaage 1950
g Otttgtoatactcatgtooggtaggatattttctgcctgggtttttagettgeggettgtetatgttgtgtecatgeggtageatttcatcagetetgtggttgaaggttagacttggtgcaccteacatt 2080
t ttgtoccatccottcattogttgttgacatgtgatatgttgactgacttttgttagtgatgctattgcaagcatacacagatctcaatgccageatattttacacttctgagtagaagggctggageatg 2210
+ tgoatagcacctgccatgotgtotgoteattggttteccccattttotgtecctaccagtggtgtatgagggtteccagtttttecatatecttctaanatgtactttctttcataateatttttttacttg 2340
{ tgoottttotttcattttttgttttgottttottttccttattttgttgatgctcattygotatgganatatttattctttagtaguattggcattttattgttacgttatcanatccatggtttgcagg 2470
¢ tottcttccaccccatacaatcttttcacttteccttgtgatatcccttgagaganaaaaggtectaattttaataatgteccggtttgttttgotttgtttatattgtttatgtcttatctanoaagtatt 2600
g dccaoacccaagattatgcaaatatacctttgtttctttctaagagtattgctggttcatatgangagtaaatccggtatatccttatoatattcatttttaoagtattatgctaattttcatanageat 2730
+ tgttoatgggactttattoggcttttaoatatttttctcagtacatatttcagatacaaaatgaganaaatactgtcaataagacaaaaaggccaccaacagattgggaaaaattttttaccaatcctaa 2860
g atctgataggggactoatatccagtatatacaaagagctcanogaagctgaactccagaaattcanataaccccattaanaaatgggatacagagetaoacacaaaattctcaactgaggaataccgaagg 2990
q gctgagaagcacttgaoaaaaatgttcaacatccttaatcatcagggaaatgcaaatcaanacaaccctgagattectacctcactctagtcagaatggetangatcanaaattcaggtgacagcagatge 3120
t ttgttgcttctgagtcccaccagcagaaangagecaatgageattcttoctcaaageagtttattcaggaacctttcaacatgcaageaggaatetectettegeccccaategeaateccttatataacce 3250
¢ Cctcoaccacgecccatcageccagtecttgtaatctecagttcactggecttegteaaatggectgatettgegteatggtgeacctgegeagetetcacgatggacatggettattttcaggtgtatgag 3380
g 990gtcagatgcaagtcataagactcggetgcagteecaggegecatettgggactgctgccacaccegetccccacagatgttgge taggatgtggagaaagaagaacac tectecattgttggtggga 3510
t ttgcoagcttatacaaccactctggaaatcagtctggeggttcctcagaanattggacatagtactactggaggatecccgeaatacctetectgggeatatacccagaagatgttccaacatgtaataag 3640
gacacatgctccactatgttcatagcagccttatttatantagccagaagetggaaagecccctcaacagaggaatggatacagaaaatgtggtacatttacacaatgtaatactactcagctattacaaa 3770
¢ caotgaatttatgaoattcttaggcoaatggatgtatctggaggatatcatcatgagtgaggtaacccaatcacanaagaagtcatttgatatgeactecactgatatgtggatattagcccagaaaccta 3900
g 9aatacccangatacaatttctaaaacacgagaaaatcaaaoagaaggaagaccaatgcatggatacttcatteetecetagaatagagaataaaatacccatggaaggagttgcagagacaaagtetgg 4030
g 9gctaoagatgaoaggatggaccatccagagactgecccacccaggggtecateccataatcageccacgaaacacagacactattgeatatgccagcaagattttgetgacaggaccctgatagggetgte 4160
¢ tcttgtgaggctatgccagtgcctgacaaatacagangtgaatgettacagtcatctataggatggaacacagggeeccecgtettagttagggttttactgetatgaacaggcaccatgaccaaggcaaa 4290
t tcttotooooatcatttaottggggetaacttacaggttcagaggetcaggetattatcatcaaggtgggageatggeageatetaggetgtcatggegeaggeagagetgagagttctacatettcate 4420
¢ coaoaggctgctagtggaagactgacttccaggcaactgggatgagagtettaagcccacacccacagtgacacacctattccaaccaggteacacctattccgacanggecacacctccanatggtgeca 4550
| ctctctggtccoagaatatataaaccaccacagcccccaatggaggagetagagaaagtacccaaggagetgaaggggtetgtaaccctataggtggaacaacaatatgaactaaccagtacccccagag 4680
E ttcatgtctctagctgcatatgtagtagaagatggectagtecggecatecattgggaagagagaccecectteccttggtettgcanactttatatgccccagtacaggggaacgccagggccaaaaagtaag 4810
agtgagtgggtaggggagcaggggggggggtataggggactttggggatageatttgaonatgtanatgaonganaatatctaatananatttttoattanoocatanatttaoacactaoatantttttgtt 4940
0 tgctoactcctgtagotttttcagagataattttccgttttagaattatoattcagactggtgacatctettttotgttttatatggttgagattgoagaaggttgagaggtantagcttatagtacagt 5070
{ _
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To view the

information in Lasergene’s “SeqBuilder” application,

first save the information in an EditSeq (“.seq”) file format

® EditSeq File
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To view the information in Lasergene’s “SeqBuilder” application,
tell SeqBuilder to open the EditSeq (“.seq”) file

4‘ SeqBuilder JdI8 Edit Features Enzymes Sequence Cloning Priming Format View Net Search Window
oYeYe) HoNoXo) [1 3b cKO.sea : SEQUENCE
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Your sequence information viewed in Lasergene’s “SeqBuilder”
application. Remember to save the information in a SeqBuilder
(“.sbd”) file format

® SeqBuilder File Edit Features Enzymes Sequence Cloning Priming Format View NetSearch Window Help D 0 Wed1l
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